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Approach for Consensus Proteomic Network of LOAD
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Proteomic Data Analysis

Differential Expression Co-Expression
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Protein Co-Expression Network Analysis

N=3334 Proteins
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Consensus Network of LOAD
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LOAD Network is Preserved in Different Brain Regions
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Synthetic Eigenprotein Value

Effects of Aging on LOAD Network Modules

AD Network
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Causality and Function of LOAD Network Modules
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Leveraging Brain Proteomics for Biomarker Discovery

Cohort 1

i M

Controls

N=297

Cohort 2

i

Controls AsymAD

N=96

@ Pro-inflammatory

@ Anti-inflammatory

CD44 PRDX1
0.5 p=0.001 ° " 1.5
1.5 1.0 05
8 1.0- 0.5_
c 0.54 0.0 0.0
s -0.5-
T 0.0 )
g —1.0- _0_5_
o ? -0.5+ —1.5+ p=1.2e—13
< T T
o
@ GA PDH
S 104 104 1.0 2.0 ? p=2.9e-09
Y .
> ] 0.5+
- o 0.0
E 0.0+ "
0 0.0+ _0.54 ~0.54
_1-0_ —1.0-
-0.54 ) T T T T
Cntl AD Cntl AD Cntl AD
Case Status Amyloid-p Total Tau Cog nition
°-B-CD44 _gi - o p—%%%1 -r——024
0.6 o
4] @%
o %3 %
Q 004
5 02 _ﬁ_p_aze-os ?
T (6
£ 22 LDHB®
3 on
< 0.2
o™
oy 00
O -0.24
|
g
= 0.2
@
o 0.04
o0 o2 >
~0.4+
4 -
-064 =+ %p:ﬂ.ne—od b p=3.0e-08 Bi%%s’e-os p= 0023
T T T T T T T T T T T T T T T T T T 1 T T T T T T T T T T
Cntl AsymAD AD 100 200 300 50 150 2500 2 4 6 8 10 10 30 5 70 10 15 20 25 30
Amyloid-B (pg/mL) Tau (pg/mL) Ap/Tau Ratio p-Tau (pg/mL) MoCA Score



|s EOAD Different Than LOAD?
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Experimental Design

- # of Cases (Male) Average Age (SD) m

57 (43) 52 (10.4) 49 PSEN1
3 PSEN2
5 APP

m 60 (32) 58 (3.4) N/A
60 (44) 51 (6.9) N/A

able 1. Cohort Demographics
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